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Abstract

in irritable bowel syndrome ( IBS) by bioinformatics analysis and to evaluate their links with immune cells

Objective: To screen out potential chromatin regulators ( CRs) under immune infiltration

and immune functions. Methods: The CRs file and IBS gene expression matrix were integrated and
weighted gene co-expression analysis and differential analysis were performed to take the intersection
CRs; based on the CRs obtained from the intersection protein—protein interaction ( PPI) analysis was
performed and the network diagram was constructed. Immune infiltration was extracted and quantified
using a gene expression matrix to analyze the correlation and variability between immune cells and
between immune functions; and the correlation with CRs in the PPI network diagram was analysed. By

constructing a risk model we analyzed the risk probability of CRs closely related to immune infiltration
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and thus screened out the potential CRs. Results: PPI analysis identified a total of 13 interacting CRs in
IBS. Among immune cells the correlation ship between B cells and follicular T helper cells was the
strongest and positively correlated ( r=0. 90) . In immune function the correlation ship between checkpoint
and T cell co-inhibition was the strongest and positively correlated ( r=0. 89) . Compared with healthy
subjects IBS patients showed a significant increase in co-stimulation of dendritic cells immature
dendritic cells Thl cells and antigen presentation ( all P<0. 05) . The correlation analysis between CRs
and immune infiltration showed that SIN3 transcription regulator family member B gene ( SIN3B) was
positively correlated with natural killer cells serine/arginine repetitive matrix protein 2 ( SRRM2) was
DPY30 was
negatively correlated with helper T cells and Thl cells. Risk model results showed that SIN3B and
SRRM2 may be independent risk factors for IBS. Conclusion: SIN3B and SRRM2 are potential CRs for

immune infiltration in IBS which may regulate the occurrence and development of IBS by regulating

positively correlated with Thl cells and antigen-presenting cells co-stimulation while

natural killer cells Thl cells and antigen presentation co-stimulation.
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